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<400> 1 

atggacagag tttatgaaat tcctgaggag ccaaatgtgg atccggtttc atctctggag 60 
gaagatgtca tccgtggagc caacccccga tttacttttc catttagcat ccttttctcc 12 0 
acctttttgt actgtgggga ggctgcatct gctttgtaca tggttagaat ctatcgaaag 180 
aatagtgaaa cttaccggat gacatacacc ttttctttct ttatgttttc atccattatg 240 
gtccagttga ccctcatttt tgtccacaga gatctagcca aagataaacc gctatcatta 300 
tttatgcatc taatcctctt gggacctgtt atcagatgtt tggaggccat gattaagtac 360 
ctcacactgt ggaagaaaga ggagcaggag gagccctatg tcagcctcac ccgaaagaag 42 0 
atgctaatag atggcgagga ggtgctgata gaatgggagg tgggccactc catccggacc 4 80 
ctggctatgc accgcaatgc ctacaaacgt atgtcacaga tccaagcctt cctgggctca 54 0 
gtgccccagc tgacctatca gctctatgtg agcctgatct ctgcagaggt tcccctgggt 600 
agagttgtgc taatggtatt ttccctggta tctgtcacct atggggccac cctttgcaat 660 
atgttggcta tccagatcaa gtacgatgac tacaagattc gccttgggcc actagaagtc 72 0 
ctctgcatca ccatctggcg gacattggag atcacttccc gcctcctgat tctggtgctc 780 
ttctcagcca ctttgaaatt gaaggctgtg cccttcctag tgctcaactt cctgatcatc 840 
ctctttgagc cctggattaa gttctggaga agtggtgccc agatgcccaa taacattgag 900 
aaaaacttca gccgggtcgg cactctggtg gtcctgattt cagtcaccat cctctatgct 960 
ggcatcaact tctcttgctg gtcagctttg cagttgaggt tggcagacag agatctcgtc 102 0 
gacaaagggc agaactgggg acatatgggc ctgcactata gtgtgaggtt ggtagagaat 1080 
gtgatcatgg tcttggtttt taagttcttt ggagtgaaag tgttactgaa ttactgtcat 1140 
tccttgattg ccttgcagct cattattgct tatctgattt ccattgactt catgctcctt 1200 
ttcttccagt acttgcatcc attgcgctca ctcttcaccc ataatgtagt agactacctc 1260 
cattgtgtct gctgtcacca gcaccctcgg accagggttg agaactcaga gccacccttt 1320 
gagactgaag caaggcaaag tgttgtctga 1350 

<210> 2 

<211> 449 

<212> PRT 

<213> Homo sapien 



<400> 2 

Met Asp Arg Val Tyr Glu lie Pro Glu Glu Pro Asn Val Asp Pro Val 

15 10 15 

Ser Ser Leu Glu Glu Asp Val lie Arg Gly Ala Asn Pro Arg Phe Thr 



20 25 30 

Phe Pro Phe Ser lie Leu Phe Ser Thr Phe Leu Tyr Cys Gly Glu Ala 

35 40 45 

Ala Ser Ala Leu Tyr Met Val Arg lie Tyr Arg Lys Asn Ser Glu Thr 

50 55 60 

Tyr Arg Met Thr Tyr Thr Phe Ser Phe Phe Met Phe Ser Ser lie Met 
65 70 75 80 

Val Gin Leu Thr Leu lie Phe Val His Arg Asp Leu Ala Lys Asp Lys 

85 90 95 

Pro Leu Ser Leu Phe Met His Leu lie Leu Leu Gly Pro Val lie Arg 

100 105 110 

Cys Leu Glu Ala Met lie Lys Tyr Leu Thr Leu Trp Lys Lys Glu Glu 

115 120 125 

Gin Glu Glu Pro Tyr Val Ser Leu Thr Arg Lys Lys Met Leu lie Asp 

130 135 140 

Gly Glu Glu Val Leu lie Glu Trp Glu Val Gly His Ser He Arg Thr 
145 150 155 160 

Leu Ala Met His Arg Asn Ala Tyr Lys Arg Met Ser Gin He Gin Ala 

165 170 175 

Phe Leu Gly Ser Val Pro Gin Leu Thr Tyr Gin Leu Tyr Val Ser Leu 

180 185 190 

He Ser Ala Glu Val Pro Leu Gly Arg Val Val Leu Met Val Phe Ser 

195 200 205 

Leu Val Ser Val Thr Tyr Gly Ala Thr Leu Cys Asn Met Leu Ala He 

210 215 220 

Gin He Lys Tyr Asp Asp Tyr Lys He Arg Leu Gly Pro Leu Glu. Val 
225 230 235 240 

Leu Cys He Thr He Trp Arg Thr Leu Glu He Thr Ser Arg Leu Leu 

245 250 255 

lie Leu Val Leu Phe Ser Ala Thr Leu Lys Leu Lys Ala Val Pro Phe 

260 265 270 

Leu Val Leu Asn Phe Leu He He Leu Phe Glu Pro Trp He Lys Phe 

275 280 285 

Trp Arg Ser Gly Ala Gin Met Pro Asn Asn He Glu Lys Asn Phe Ser 

290 295 300 

Arg Val Gly Thr Leu Val Val Leu He Ser Val Thr He Leu Tyr Ala 
305 310 315 320 

Gly He Asn Phe Ser Cys Trp Ser Ala Leu Gin Leu Arg Leu Ala Asp 

325 330 335 

Arg Asp Leu Val Asp Lys Gly Gin Asn Trp Gly His Met Gly Leu His 

340 345 350 

Tyr Ser Val Arg Leu Val Glu Asn Val He Met Val Leu Val Phe Lys 

355 360 365 

Phe Phe Gly Val Lys Val Leu Leu Asn Tyr Cys His Ser Leu He Ala 

370 375 380 

Leu Gin Leu He He Ala Tyr Leu He Ser He Asp Phe Met Leu Leu 
385 390 395 400 

Phe Phe Gin Tyr Leu His Pro Leu Arg Ser Leu Phe Thr His Asn Val 

405 410 415 

Val Asp Tyr Leu His Cys Val Cys Cys His Gin His Pro Arg Thr Arg 

420 425 430 

Val Glu Asn Ser Glu Pro Pro Phe Glu Thr Glu Ala Arg Gin Ser Val 
435 440 445 

Val 



<210> 3 
<211> 17993 
<212> DNA 
<213> Homo sapien 

<220> 

<221> misc_feature 
<222> (1) . . . (17993) 
<223> n = A,T,C or G 

<400> 3 

tattattatt attattaaga cgtaatcttg ctctgttgcc caggctggag tgcagtggcg 60 
tgatctcagc tcactgcaac ctctgccgtc cgggttcaag tttttctcct gcctcagcct 120 
cctgagtagc tgggattaca gtcacgcacc accacgacca gctgattttt gtatttttag 180 
tagagatggg gtttcaccac gttggccagg ctggtttcga actcctgacc tcaagtgatc 240 
tgcctgcctc agcctcccaa agtgctggga ttacaggcgt gaaccactgt gcctggcctt 300 
catctatatt attaccagga ggcagatgtg ttctcttttt ctctgaggtt tagaattatg 360 
caaatgaaga tatgaaaaca aaagctcagt gaggtgggga ggattacact taagaataca 420 
ggtaattttc aaagctcttt aagacacccc tctcagtttt tactaacagc tctctcttgg 480 
ctctttgcca gtctgtttag aatttggcac ctcttcataa cctttcaacc aaagacctgt 540 
aagttcattc taaagctcct atcctggcct cattttgcaa gtggagaaat caaggcataa 600 
aatatgagct ttcagtgtct gtgggctgac cttgagtctt gacctttatc ctgttctatc 660 
ttccctccgc cgaaaactct gaccctattc ctcccaggtt cccccttcat gatattatct 720 
ggagggcaat aggacctagg gaggttccac cctgcggcgg agggagacac acctgcctaa 780 
cagcgtgggt agagtgagtg ttgaagcaag tcacttaact agttagggag ggcggggtag 840 
aagtgggggc ctgctgctcc tagggaggag taaagctgtg gctcctgcct gggtctggag 900 
gtggtggtca gaagtgcttc tgaagagcgg cccaagcccc tttttgtccc gccactccac 960 
aacgagcatc cctcggctgg ccgcctgccc gggaactctc cggctggttt tgtttggccg 1020 
cagccgtccc gcccatctcg cccgcccccg ccgtcccggt gccttagttt ttgaagctgc 1080 
cgacctctcg cagctggaat cgcagaccag gcaggaccct ggcagcagac ggcgtccaag 1140 
agtttggcga cctccgtcca gccaggttgg cgccccgcac atcgtgcctc tcactagcaa 1200 
agtttctccg aggagaagca gcccctccag ccttttcttc atcctgtaga gcgagcgcgc 1260 
tctgcttctg tccctcaaca ctgcattcgg agacagggtg gtgacaatac tccactcccg 1320 
ggccaggcgg tcttgggggc ggggcttggg ggaatccgag gagctatcct gagaaccctg 13 80 
gactcggcaa aggtcctgag agcgcgcagg tgagcgggcc agctgatagc tacagcctag 144 0 
caatagctag gatacctagg cactgaactg aatcccctct tctgccctcc ttcttctgcg 1500 
cccgctcttc tgccctggct cagctctccg ctgacttgag aggacacact ggtcaggact 1560 
ctttgtgagg agctgctgag tgtcggtgcc cccgacagat cggctacacc ctgcctgagg 1620 
ggctgcgaaa ggagccgcca cggaagccgc tgttctcatg actcttcacg tccctggagt 1680 
tggactctgg atggggcgct gggatgcttg cttttgtctt gttcaagttt cacagcaagt 174 0 
atgttgacga ttggaatcgg ggccaatcaa gagtcaagtt caaagtggta ctcctgggct 1800 
ttccatccca gactccaagt cgaatctgag tctagaagag agcggtttct tgctctaact 1860 
agtgaatctc tgttcccaaa ctggacttga cagagctctc ctcacctata cttggactgt 1920 
agcggccata gggttctctt ggggatgggt gggagggtgc tatgaacaca agaccacaac 1980 
attcagaaag aacctcgaca atggacagag tttatgaaat tcctgaggag ccaaatgtgg 2040 
atccggtttc atctctggag gaagatgtca tccgtggagc caacccccga tttacttttc 2100 
catttagcat ccttttctcc acctttttgt actgtgggga ggctgcatct gctttgtaca 2160 
tggttagaat ctatcgaaag aatagtgaaa cttactggat gacatacacc ttttctttct 2220 
ttatgttttc atccattatg gtccagttga ccctcatttt tgtccacaga gatctagcca 2280 
aagataaacc gctatcatta tttatgcatc taatcctctt gggacctgtt atcaggtgag 2340 
caacttttaa atcttttcct taccccccta accccacccc agacttgggc agagaaagat 2400 
gaaagattta caagatggat actatggctc taatcaattc tctcatttcc tcccactctc 2460 
ggcttccctg tctaccattc agaaaactta cctgaaatct taaatgccac catgatgaac 2520 
atgtggtatg tacttgtgtt ccaaaacaat gaacgatgct atttgggctg tgtaaactag 2580 
aatgggaaca acaagacgtg atcaccctgt gcatgaaggc catagctgca gagtgtgtaa 264 0 
ttttatttaa aaaaattttt ttttctgaga caaggtcttg ctctgcctcc caggctacag 2700 
tgcagtggtg cgatcatggc tcactgcagc cttgatctcc tgggatcaag cgaacctccc 2760 



acctcagcct ccaagtagct gggaccaaag gaatgtgtca ccatgcctgg ttaattaaaa 2820 
aaaaattttt ataggccggg tgtggtggct catgcctgta atcccagcac tttgggaggc 2880 
tgaggcgggt ggatcacctg aggtcaggag ttcaagacca gctggccaac atggtgaaac 2 940 
ccctgtctct actaaaaatc agctgggtgt ggtggcgcat atctgtaatc ccagctactc 3000 
tggtggctga ggcaggagaa tcacttgaac ccggaaggta gaggttgcag tgagccaaga 3060 
tcggtgccac tgcactccag cctgggcgat agagtgagac tccatctcaa aaaaaaaaaa 3120 
attttttttg tagagacggg atctcgttat gtagactggg ctcaagtgat cttcctgcct 3180 
cagcctccca aagtgagcca ccacgcctgg tctgagtgtg taattttgac tctacctttt 324 0 
tggatgcttt gtaaattgga taaaagtttc tttaccctga gctgcttggg ctggtgctac 3300 
tgccattttc aaattttcca gagtaatgtg acatctggaa actattttaa accatctgtg 3360 
gtaatctgta ccccaaccca atatagttca gttctctgtc ggtttatcag tttcctattt 3420 
atctctttgt atatttctgc aataaagata cgaagttggg agggggcaaa ggaaggcagt 3480 
tcatctctct atgtggatgc agtagcacaa tttaatagta tcaagtattt ccattcagat 3540 
tgccttgaag tggaaagaat gcacttaatc ctagcgagat aggcacctgt gtcaacagtc 3600 
tcatctggat gctatggggt tttcaaggta gagagatgtt gcaaaactta tgagttcagg 3660 
agtaaggaat ggaccaagtt tgtcttgatt gcgagagagg cagacaactg cagtcagccg 3720 
aggaatatgg gtcagagtgt tgcaatggga agatacctca tcattagaca actaaaaagt 3780 
ctgtgaaact aattaaggat ggaactcact cctttataaa atttcatatc tgtacacatg 3840 
tataattttt atttgtcact tatacctcaa taaggccaaa aaaatttttt atcaataaat 3900 
ttttaagtgg ggaggaatcg attaggctct atcagagaga atatgggata tcaatggaaa 3960 
cagtggcctg aaatttggag tctagtcttc cgcctgtcat tgactggttg tgtgttcttg 4020 
gtaaaatctc tgaagatggc ttcacaggaa ggcatataga gttccctcat ctgtaaagca 4080 
aatgggttag tctaaatcat gggtctcaaa ctcaaacact tgcagggacc aggcaggtat 4140 
cataaatgaa tgaagcaggc ctagtataag aaaaaacagt agccttgtgt gagatgataa 4200 
atggaaacaa agtctcagag aaatactgag gagtagtgag taccatggta atctgaaatc 4260 
ttcatgacct gcctgaagga ggtagcccct ctagagccct ggcgcattgt ttccatgttg 4320 
gaattcagac ccagtattgc cagatccact aacttttcgg gagatgctcc caagacagga 4380 
tttttatatg aaatgtcatg attttaaatt ttcacagctg actaaaacaa taacaacaac 4440 
aacacaggat ggaccaaacc atatctgttg gtcagatata actcagctgg cctatatgca 4500 
tctttggact gggtgatgta aaggtccttt acggttctaa atctttgaag ttaagctgta 4560 
aaaggaagac ctcatcttga ccttgaaacc aagaaattta aagttgtgac tacaggagca 462 0 
aataaaccat tcatccctcc tttttcaaat acaatatatt gagttaacca atcgaaaact 4680 
ctcaagatac aaatttcaga aagtacccag ctgcaccctc ccctcttttt gacttccttt 4740 
gtttgctttg tgaaccctct gtgtagagtg ttgagtactg tttttcattt ttgttgttta 4800 
gcttccacta gaaatgattg ggaagcattt ataacctcag gcagcttagc ccacagcaga 4860 
gaaaagataa aaactcataa attatactct ggattcgctt attttcaagg ccaattactt 4920 
gttagatagg taggaacttg attagtgtta tcaggcacat gaaggtgctt gtagagtctg 4980 
ggtgccttac atgaaatgca agcatacttc cgaaatgaaa atgtactcta atttattgaa 504 0 
gcttataaat ggacaaacac ccttacttaa accagaaaat agccctgaga atagaaacag 5100 
aacatttatg taaatgtaaa cggaacattt catgccacca ccttctccaa tactgttctc 5160 
caatttagca atagtactga tgggttgggg ttaaaatcta aaatttttca ttgaaaatgc 5220 
acttatgcag aacaagaata ggaaaaaagt gttgcttttt cttctctgtt ctttctttgc 5280 
atctttttct ttcccaggtc ttagagtttg tccctagaag gtgacaattt caaactacat 5340 
gcttcagagt ggtacacatg catcagtctt agggtgatct atggagactg gcagccagca 5400 
tatgttccaa attttcctat caggaactaa aggctagaga gcatatcaac ctctgggctt 5460 
gtctttggtc tacttttctg ttaaatttca ttgctgttat tattatcctc tcctcccata 5520 
attgcttacc ctgtattatt ttcttccttc ttattctttc atttactcag caaatatttc 5580 
tcaaatacct actaagtgat aagagctgta aacaagataa atacaaccct tgacctcagt 5640 
ctcttgggca agacgtgtta atgtccacta caaatgttct tactagtcat aagtagtcca 5700 
cagtttttat tcattaaagg tgagtggcga agtggtaact caggtgttcc agtaacaaga 5760 
atgttctagt tgcttctctt ccacttacca catcagaact gctaaagact tctgatttgt 5820 
atgggggagg tgggaggggc agagcaggaa atgtcatctt acccttattc caaggatgat 5880 
aggctttcat aaggatgttt ttctcttcgt aaagaaagaa tccagtttaa aaggcttttg 5940 
tccacaaaca ggacaagagg cacaaaaagt aactattaca gtgatctttc gagggcctag 6000 
ttatgtagtt cattcaggtt tgagttgtcg tcttttaagt acttttgttg ctttgatggc 6060 
ttcctgtgta tatgagatat tttttttcct ctgatctgtc ccaagacttt ttggctgaga 6120 
tatggttgtg agccctttct tgaaaaagca gaatctggcc aggcgcagtg gctcatgcct 6180 



gtaatctcag 
ccagcctggc 
ttagccggac 
aatcgcttga 
gcctgggcga 
gaaaaagcag 
acctcacgaa 
aacagtatcg 
cttaaaaaga 
aggtcagtcg 
tccacccttt 
gcaggctggc 
ggtcaaggca 
agatctcctc 
gctactcaga 
attatgattg 
aaaataaagt 
aggacagctt 
taagtacctc 
aaagaagatg 
ccggaccctg 
gggctcagtg 
cctgggtaga 
gaagtctaga 
aaaattaaat 
gccgtgtgtt 
cagaaagttc 
caagcctgcc 
cttctctggg 
caaaatgttt 
gttcccaaat 
actccccaga 
tcagccacat 
aaaggagcgt 
aggcgggtgg 
gtctgtacta 
tactcgggag 
cgagatcgcg 
aaaaaaaaaa 
ttctgacctt 
acttgtagaa 
agtgttttca 
catctgcttg 
attctaaccc 
cttttgtctt 
cacatacata 
catctaataa 
acactttggg 
ccaacatgtt 
ggctgatacc 
ggaggttgag 
ccgggtatgg 
acttgaacct 
tctgtctcaa 
gggaggctga 
ctgcaccact 
ataaataaca 



cactttggga 
caacatggtg 
atggtggcac 
acccaggagg 
cagagcaaga 
aatctaaaac 
tttgaggtaa 
acttaatacc 
caaaacaatt 
atgactgaac 
gacttatgag 
catggtgtct 
gtaggattgc 
tctacacaaa 
aggctgaggt 
tgccactgca 
agcacaacct 
agttaagttt 
acactgtgga 
ctaatagatg 
gctatgcacc 
ccccagctga 
ggtgagtggg 
cccaagctgt 
aaaattaaaa 
gctagcaact 
tatcggacag 
agatttctta 
cccagaagaa 
aaattatgct 
agtactgatc 
cttgaatcaa 
ttgggaacca 
gggctgggca 
atcacaaggt 
aaaatacaaa 
gctgaggcag 
tcactgcact 
aaaaaaaaaa 
cactgtgatc 
gagggatcct 
aagttgagat 
ggcaggcact 
tgtttggcaa 
ttttccccac 
gtagtttgag 
aaataggtgt 
aggccaagac 
gaaaccccat 
tgtaatccca 
accagcctgg 
tggtggatgc 
gggagccgag 
aaaaaaattc 
agcaggagaa 
gcaccccagc 
aaagtaatac 



agctgaggtg 
aaaacccgtc 
atgcctgtaa 
cagaggttac 
ctctgtctca 
tttggttatg 
gaaaacaggg 
tttgtgttca 
cctcgagtcc 
aaaaatggat 
aaatgatcag 
cacacgtgtg 
ttgagcccag 
ttaaaaatag 
gggaggatca 
ctccagccag 
ccccaagtta 
gcatgatgct 
agaaagagga 
gcgaggaggt 
gcaatgccta 
cctatcagct 
gtcaggagag 
ctaataaact 
acttgttcat 
actgtattgg 
cactgggaga 
aacaggtaag 
gctagtaata 
gttgttttgt 
atcagaatca 
tcttaatatg 
atgatttaat 
cggtggttca 
caggagattg 
aaattagccg 
gagaatggcg 
ccagcctggg 
gcgtggggtt 
tttggaggaa 
gaaatgagta 
aaattgttgt 
ggtataggtg 
agtcccatgt 
tcagaattgt 
gagaaaactc 
acattacggc 
aggcagatca 
ctctactaaa 
gcactttggg 
cctggcgaaa 
ttataatccc 
atctcaccgt 
agccaggcgt 
ttgcttgaac 
ctgggcgaca 
atgcacaaaa 



ggtggatcac ctgaggtcag gagttcaaga 
tctactaaaa atacaaaaaa aaaaaaaacc 



tcccagctac 
agtgagctga 
aaaaaaaaaa 
gagctgaatg 
cctttggaac 
aggcactttt 
tcaaacaagt 
ttagattcat 
aacagaagag 
atcccagcac 
gagtttgaga 
ctggcatggt 
tttgagccta 
ggtgatggag 
tttttttccc 
ttacttctgc 
gcaggaggag 
gctgatagaa 
caaacgtatg 
ctatgtgagc 
gggagggctc 
ggccactagc 
taatactagc 
atggcacagg 
tagttaaata 
ctgtttagac 
ccagcagtca 
ttgtttaagg 
tgtgatgagc 
tatttctaaa 
catttctgct 
agcctgtaat 
agaccatcct 
ggcgtggtgg 
tgaacctggg 
tgacagagca 
aatactaatg 
gttacaaagc 
agacctctag 
taatgaattt 
tgggtacagg 
ctcaaataag 
tcttgaagtt 
tttggaaatg 
tgggcatgat 
cttgaagttg 
aacacaaaaa 
aagccgaggc 
ctctgtctct 
agctacttgg 
tgcactccag 
ggtggtgggt 
ctgggaggtg 
gagggagact 
tgacatataa 



tcaggaggct 
gatcgcgcca 
aaaaaagaaa 
ctttgaggga 
cttcattatt 
ctacctgcca 
acttctgaaa 
gtaacttgta 
agaaaaagac 
tttaggatcc 
ccagtctggg 
ggcatgcgcc 
ggaggtcaaa 
taagaccttg 
tcactacaac 
agatgtttgg 
ccctatgtca 
tgggaggtgg 
tcacagatcc 
ctgatctctg 
cagttaaatc 
ttcatgtggc 
tacatttcaa 
tataaacatt 
acttgtggag 
taaaaatgtc 
gtaggatatt 
atggcagtct 
ttctttttga 
aggtacccag 
aatgccagtg 
cccagcactt 
ggctaacatg 
caggtgcctg 
aggcggagct 
agactccgtc 
agagtcaggc 
aatcactgac 
cagaagatga 
taacagcctg 
tttggaccat 
gtaaggagaa 
ctgttggtct 
atgatgcttt 
ggctcacgcc 
ggagttcaaa 
aaatcaagga 
aggtggatca 
actaaaaata 
gaggctgatg 
cctgggcaac 
gcctgtaatc 
gaggttgcag 
cccgtctcat 
gtaattgtat 



gaggcaggag 
gtgcactcca 
gaaagaaaaa 
ggaatgcttt 
ttgctaggaa 
caggcctatt 
cagtgttctt 
gaaggcatga 
aaaaagtagt 
cagcactttg 
caacatgtct 
tgtagtccta 
gctgcaatga 
tctcaaaaat 
ctcccttccc 
aggccatgat 
gcctcacccg 
gccactccat 
aagccttcct 
cagaggttcc 
aagggtctta 
tatttaactt 
gttctcagca 
tccatcatca 
tcagacatct 
acagataaac 
ttcccttgcc 
ttaataagag 
aattatattc 
ttgattttga 
gagagaaaga 
tgggaggcca 
atgaaaaccc 
tagtcctagc 
tgcagtgagc 
tcaaaaaaaa 
ctggaccaag 
ctaatttccc 
aatgtgagtc 
agatttgctt 
ttcctattag 
aatttgccct 
tgaagctttt 
tcctttaaat 
tgtaatccta 
accagcctgg 
tgggcatggt 
cctgaggtca 
caaaaattag 
catgagaatc 
agagcgagac 
ccagctactt 
tgagctgaga 
aaataaataa 
ttgcacagaa 



6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
7920 
7980 
8040 
8100 
8160 
8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
9480 
9540 
9600 



aatttctgga 
ttacttttta 
ttttggtctt 
accatacaga 
taatcatcca 
caatatatat 
agtatttttc 
gtataacaat 
ctcctaattt 
cacaacctcc 
gttaagttcc 
cactgtggaa 
cacaaaaaag 
gtgtacatga 
atatgtatgt 
tttatactct 
caatattctt 
ataattcgct 
tgttctgtga 
atattaattt 
atgtatgcat 
tacatgtcat 
atcttctggc 
ttttgtgcct 
atcttttaag 
aaaataataa 
aattacttag 
tgaaatgata 
tagttttctt 
ttactttcag 
tccaggtaaa 
aagaatagga 
aggaagaaga 
aagcccttta 
ttctcatttt 
cccataagca 
ttctcttatg 
ggaagcatca 
agggaaagca 
atcagctctt 
gtctccaatt 
gtgcttcctt 
attaagttga 
aaactccagc 
tggatttttc 
gtgtcatcta 
actctaacat 
actactctgc 
atgacaaata 
ttcagtgact 
ctttctttct 
tctttctttc 
ttttcctttt 
ttcctccctt 
atgcaccacc 
tggtcaggct 
tgcttgggat 



aactatgcaa 
aaattcttct 
tatctttttt 
atagatataa 
gtatatatcc 
tgtacatgtt 
aaaagtacag 
aataaatata 
tctattgata 
cctagttatt 
catgatgctt 
gaaagagggg 
ttgtttccta 
atgagacttt 
ttaaaatttt 
caccaacagt 
tatttgtata 
ttctttggtt 
attgcttgtt 
ttaggagcta 
atatttgtat 
acgtgtaata 
attctgaagt 
ttcttacaaa 
tagattaatt 
cagcaaaaga 
gttattttgg 
aatctctcca 
cagtaaagtt 
atgttctatc 
gtaaacccac 
agaaagagga 
agaaagaaga 
catgtaaatg 
acagacgaag 
aagattggat 
gcatgagtgt 
ggtttttttc 
tcgccacaca 
gaggatggga 
ccagtctctg 
ttgggtttac 
catctctatg 
tttccttttg 
ttagtaatca 
tagttgaggc 
atggttccat 
tgcaaactca 
taagcaactc 
tccaaaagtt 
ttctttcttt 
tttctttctt 
ctttttcttt 
cctccctttc 
atgcccagct 
ggtcttgaac 
tacaggtgtg 



gaaactacct 
gtatggtttg 
taattacaaa 
aataggaaac 
ttctggactt 
tttgccccaa 
tatgccagta 
taatatacat 
ggattctatt 
ttttcccctc 
tacttctgca 
cagcaggagc 
attgcaaatt 
gtaggataaa 
attgatattg 
atacaaatgt 
attataaaat 
atgaatgaag 
tatatatttt 
tttacttatt 
aattttttgc 
tgtgtgtgat 
attacatttt 
ggcctatcac 
ttcaagataa 
aaaaaacatt 
gagaatttac 
ttttattaaa 
gtatagtttt 
agttttaaaa 
ctaccatact 
ggagggggag 
acacagctaa 
tttatttaat 
aaacagacgc 
tggaattcag 
atttgtaggg 
cttctgttac 
gctggatgta 
ctgagaatgg 
agattccaac 
atgggggaaa 
gccacctttt 
gatgagtatt 
gcatcctttg 
ttaggtaggt 
ggatgtcatg 
gagattccta 
ttgagtatct 
cccatacagc 
ctttctttct 
tctttctttc 
cttttctttc 
tctctttctc 
aatttttgta 
tcctgacctc 
agccaccgtg 



ctgcggagtg 
aaaatttttt 
agtcagacat 
gtaatctcac 
atttttacta 
aatggactgt 
tgtcttttct 
ttcctttata 
gattgtctca 
attacaacct 
gatgtttgga 
cctatgtcag 
atgccacagt 
tttatagcag 
ccaaataact 
gcctgtttct 
aattggcttt 
ctgagcatct 
actcgctttt 
cttgttatta 
ttgtacatac 
atatttaata. 
tatgtattca 
atctctcatc 
ttttttaatt 
tcattgagat 
atctttatag 
tattttaaca 
cttgctatga 
tgacctgatt 
tttggaaata 
gaggagaaaa 
aagaatttac 
ctttaccaca 
actgagagtt 
ggtgtttgcc 
acacagattg 
actactaatc 
tgctctcaca 
ttgagaaaga 
actctactta 
tcttaacttt 
ccctacatca 
cctcagccat 
acataaagga 
tagggagcat 
ggtgaggcaa 
acatatgggg 
cagtgaattg 
tgaaccaagg 
ttctttcttt 
tttcttcttt 
tctctttctt 
cctttctttc 
tttttagtag 
aggtgatcca 
tgcacggctg 



ggaatgaaaa 
ttgtgatcat 
ggttatagta 
tccccaaaga 
tgtaaacata 
atgaaacatt 
caagttattt 
tgaattagac 
aaaaggaaaa 
cccttctcag 
ggccatgagt 
cctcacaaat 
aaacatcttt 
tagaattgct 
cttccaaaaa 
gtttcttcat 
taaaataatt 
ttttgtgttt 
tctagtgggt 
atcctttctc 
acacatttta 
tccacaatac 
aattctttat 
tggtagaaca 
catcctacaa 
tccgattgag 
gattgttgga 
tgtacctcag 
gtcttacatt 
ttctaagtag 
gggggatgat 
aggaaaggaa 
taggttctag 
accctatgag 
taagtatatt 
tccagagcct 
aaaatgtttt 
aataaatgag 
ttcccagtta 
caagagtcac 
aaactgaaga 
tcctccacta 
agtgttttaa 
cccacttctc 
agaaaaggaa 
cctggctctt 
cagggtttgg 
gtaatgaatt 
agaactgagg 
atttctttct 
ctttctttct 
ctttctcttt 
tctctctctc 
ttcccttcct 
agtaccgggt 
cccacctcag 
gaaccaagga 



gtcagcagtc 
gcattactag 
aaaattaaaa 
taacctctgt 
aacatacata 
ctgtcaacaa 
atatatacat 
tatttttatt 
aaaaaggtag 
gacagcttta 
aaggacttca 
tttaattttt 
ataaatacct 
gggtggaagg 
gatatatgaa 
atcttaaact 
gacttttaaa 
ggtcattgtg 
tgtctttttc 
tgctgtgaat 
aatatgtata 
actttgtagt 
tgcttttaga 
attttcccca 
aaaacaaagc 
atttgcatca 
tttcatattg 
taaaattgta 
tttataaggc 
caggatagta 
gaagatgaca 
gaagggaaga 
gcatttctct 
ataattatca 
cccccaaggt 
gtgtattttg 
gacatttatt 
ttctaatgta 
cataaggtgo 
cacttcaaga 
actcagagct 
aaagtaaaag 
taggaacaga 
ttgagagcac 
agggccacct 
tagggccact 
aaatttttga 
gacattgctg 
tacatagata 
ttctttcttt 
ttcttttctt 
ctttctctct 
tctttctgtc 
ccttacaggc 
ttcaccatgt 
ccccgcaaag 
tttctaatta 



9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 

10320 

10380 

10440 

10500 

10560 

10620 

10680 

10740 

10800 

10860 

10920 

10980 

11040 

11100 

lil60 

11220 

11280 

11340 

11400 

11460 

11520 

11580 

11640 

11700 

11760 

11820 

11880 

11940 

12000 

12060 

12120 

12180 

12240 

12300 

12360 

12420 

12480 

12540 

12600 

12660 

12720 

12780 

12840 

12900 

12960 

13020 



gttttatttt ttattttttt tctttttgag aaggagtctc actctgtcac ccaggctgga 13080 
gtgcagtggg gcaatctcaa ctcactgcaa cctctgcctc gtgggttcaa gtgattctcg 13140 
tgcctcagcc tcctgagcag ctgggattac aggcatgcca tcatgcctgg ctaatttttt 13200 
tttctttctt tttgagacag agtctcactc tgttgcccag gctggatcgc agtggtgcaa 13260 
tcacggccca ctattacctc tgcctcccag gttcaagtaa ttctcctgcc tcagcatccc 13320 
aggtagctgg gaatacaggt gcacgccacc acgcctgact aatatttgta tttttagcgg 13380 
agatggggtt tcatcatgtt ggccaggctg gtctcgaact cctgacttca ggtgatccat 13440 
ccgccttggc ctcccaatgt gctgggatta caggcatgag tcaccgcgcc cagcctaact 13500 
aggtatttta tgcacctctc ctaatctcag aagtcttcat taattccaca aacatttatt 13560 
gagcacctgc tatgttccag gtaatatgtt aggctatggg aatacagcag tgaagaaaac 13620 
atggtccctc ctgccttcat ggaattttca atacacattt tgacacatca ctgaagctaa 13680 
gtgttctaga aacacacaaa caatgttagt tccttgaaca agatatacat caaagaaggg 13740 
acttctatta gcaagagcgt tctctatgag tctcctaaga ctggattttt tcagatagag 13800 
ttctttccgc cttattcaat gtttgctccg aagcctgctt catcagcaaa gtctgcctga 13860 
tacctttata tgtactcttc tcacgttagt gacttctcaa tgttctaaga cccatgcttt 13920 
ttaaggaagt ttattttgta tatttatatg attattaaag tgttacagta tatgttcatc 13980 
atgagaaatt tagaaaatag agaaatgtag agaaaaagat ttctaaaact gatataagac 1404 0 
tatcacacac aaaaaaagat attttggttc attttttcaa ttttttgtgc atctattttg 14100 
ttttattgta tatattcaag gtgtacaatg tgatgtttcg atgtatgtac acattgtgaa 14160 
atgattacca caaccaaact aattaacaca ttcatcacct cacatagtta tcatttttgt 14220 
acgtgtgtgt gtgtgtgtgt gtgtgtgtgt ggtaaaactt aagatctact ctctttaaaa 14280 
atttcaagta cacaatacat tattgtcaac tatagtcatc atgttgtaca ttagagctct 14340 
gaaacttatt tatcttataa ctctaaattt gtagcctttg atcaaaatcc ttctatttcc 14400 
ctaaatcccc atcccctggt aaccacccat tctactctgt tgctaggtgt tcaacttttt 14460 
tagattccac atataagtaa gacaatgcag tatttttctt tatgtgtcta gctcatttca 14520 
cttagcataa tgtcctctag gttcatctgt gttgtcacgg atggcagagt ttctgtaatt 14580 
ttatggttga ataatattca tacacacaca cacacacacg cacacacaca cacacacaca 14640 
cagacacacc caccagattt tctttatcca ttcatctgtc aacagatact gagtttgttt 14700 
ccatatcttg gctattgaga ataatactac aatgagcatg agagtgcaga tatctctttg 14760 
agatactgat ttcctttagg tatacaccca gcagtgggat tatttgatcg tttggccgtt 14820 
ctgtttgtaa tttttttgga gaacctccat gctgttttcc ataatggctg tgtcagttta 14880 
tgttcccaca aacagtgtac aaggtccttt ttcttacatc cccaccaaca cttttttttt 14940 
ttaataatag ccattctaac aggtgtgagg tgatatctca ttgtggcttt gatttgcatt 15000 
tttgtgatga ttagtgatgt tgaacacctt ttcatatacc tgttggccgt ttgtataccg 15060 
ccttcggaga aagtctattc aagtgcatgc tatttgttta catagctgtg atcatatttg 15120 
catttgctct taactggagc tctcaagtct cacccgtcat ctctctggac ctctgggtta 15180 
taagtacagc cttcattacc aacattgact gattgcctgt ttttgttttt gtttttgttt 15240 
ttaacagttg tgctaatggt attttccctg gtatctgtca cctatggggc caccctttgc 15300 
aatatgttgg ctatccagat caagtacgat gactacaaga ttcgccttgg gccactagaa 153 60 
gtcctctgca tcaccatctg gcggacattg gagatcactt cccgcctcct gattctggtg 15420 
ctcttctcag ccactttgaa attgaaggct gtgcccttcc tagtgctcaa cttcctgatc 15480 
atcctctttg agccctggat taagttctgg agaagtggtg cccagatgcc caataacatt 15540 
gagaaaaact tcagccgggt cggcactctg gtggtcctga tttcagtcac catcctctat 15600 
gctggcatca acttctcttg ctggtcagct ttgcagttga ggttggcaga cagagatctc 15660 
gtcgacaaag ggcagaactg gggacatatg ggcctgcact atagtgtgag gttggtagag 15720 
aatgtgatca tggtcttggt ttttaagttc tttggagtga aagtgttact gaattactgt 15780 
cattccttga ttgccttgca gctcattatt gcttatctga tttccattgg cttcatgctc 15840 
cttttcttcc agtacttgca tccattgcgc tcactcttca cccataatgt agtagactac 15900 
ctccattgtg tctgctgtca ccagcaccct cggaccaggg ttgagaactc agagccaccc 15960 
tttgagactg aagcaaggca aagtgttgtc tgattctatt ttctgggtat tttaggaaga 16020 
gttgggagtt gccaagagta accatgaaat tgaacgaaag gatgaggttc atgggtgaga 16080 
tacccatcag tacattttct tgacttttct gttaagccta tcagaagaaa gagcaactcc 16140 
caaataggtt ttattttctt aagagttacc actatgtttg gaaacagggg gtatcgacta 16200 
tatagttgaa agggtcagaa ataccattca cacccttctt acccaagtca attggaataa 16260 
cttgtcttca aacactttag gctctctaaa gtgaccttct agctctgctc atttgcttga 16320 
tgcatttctg agctttcctg ggctgagctg aaggcccaga atcccgctag aatatatcct 16380 
gactgatcag aggatatgac agcttaccag ctaagagtac ctcccaggaa acagtctgac 1644 0 



taatgtggaa cctgcaactg tcagtgtggc tggggtcttt ttaattccag tgagaagctc 16500 
tggctgagaa gaaaatcacc actattaaaa aagctgctcc ccaagcagat tagctctctg 16560 
ttaggatttt actagtggcc attcagcaag gacctctctt tacagtggca cttcataggc 1662 0 
acactctaag gagaaagtgc agagtagaat tccttcaggg cataagccaa aatgactctt 16680 
tttctcaggg acctgcatgg gcctccagct tgtctattgg aattgttaag tgaagcctct 16740 
cacttagtgc ctcattagca gagatttcct ccaacccagc ttttctgtgc tcttggtatt 16800 
ttactacttg atgtggacct cagagaagct gaactgtaat tgaaaatgtt tccgatgtgt 16860 
ggaagaaatg aagactgctt tgtgtctgct gttgtcctga gtatttcatt aatgtgtgtg 16920 
tgtgtgtgtg tgtgtgtgtg tgtgtatgtg tatgtgtgta gggaagaaag taataatggc 16980 
tgagacatca ccttcatgtt gtttgcgatt gggatgggtg actaacactc caaggtagag 17040 
tgaaggcaga ggagggaaac aagatcacat taaatcatca tcagtactgg tttctgccta 17100 
caggagttta cttttttttt ttttcctttt ttgagatgga gtctcgctct gttttctagg 17160 
ctgaagtgca gtggtgtgat cttggctcac tgcagcctct gcctcctggg ttcaagcagn 17220 
nnnnnnnnnn nnnnnnnnnn nnnnagtgat ccacccgcct cggtctccca aagcactggg 17280 
attacaggca tgagccacct cacgcggcca ggattttact ttataacaag gaacatatgt 17340 
ttatcaaccc tctgttcgtt cctatacccc cagtggacga atgcatgtct ccttttctcc 17400 
tatatctcaa tgtttacatc tcatatcagt tgggtatttt gataggaatg tcagccagct 17460 
acctctgagg taaccaaggg attgaagtta ctatggccac tgcctattgg gaccaaatat 1752 0 
cccagcattt acctaactaa tgcttgcccc tcacagacca ggaaaattaa aagaactcct 17580 
agtcgtggcc accacaacac ttcaagaaat tgtgaacaat ctgacctagg gcttcctgtc 1764 0 
ctcatccaat tttactcttg gtagcatgct aagaatttat ctttagtcat ttcctctcct 17700 
cttatccaat gtcaggacat tatgttgagg gagttctctc ttctaagtag cagggctgtt 17760 
aaccaaagta tcttatttct tggcatggct agcatggttt tcccttcatc agccactgtt 17820 
tgggactaaa aggattatat acttaatttg ggagagactg tatggacttg ctttggaaca 17880 
gtggagagct cctttcttca accccaactc ccccattcca tttttcatga tgaagagact 17 94 0 
tagttattgt catataaagc tcacctgctg tcttctaact atgttattca agg 17 993 



<210> 4 
<211> 1389 
<212> DNA 
<213> Homo sapien 

<400> 4 

atgaacacaa gaccacaaca ttcagaaaga acctcgacaa tggacagagt ttatgaaatt 60 
cctgaggagc caaatgtgga tccggtttca tctctggagg aagatgtcat ccgtggagcc 12 0 
aacccccgat ttacttttcc atttagcatc cttttctcca cctttttgta ctgtggggag 180 
gctgcatctg ctttgtacat ggttagaatc tatcgaaaga atagtgaaac ttactggatg 240 
acatacacct tttctttctt tatgttttca tccattatgg tccagttgac cctcattttt 300 
gtccacagag atctagccaa agataaaccg ctatcattat ttatgcatct aatcctcttg 360 
ggacctgtta tcagatgttt ggaggccatg attaagtacc tcacactgtg gaagaaagag 420 
gagcaggagg agccctatgt cagcctcacc cgaaagaaga tgctaataga tggcgaggag 480 
gtgctgatag aatgggaggt gggccactcc atccggaccc tggctatgca ccgcaatgcc 54 0 
tacaaacgta tgtcacagat ccaagccttc ctgggctcag tgccccagct gacctatcag 600 
ctctatgtga gcctgatctc tgcagaggtt cccctgggta gagttgtgct aatggtattt 660 
tccctggtat ctgtcaccta tggggccacc ctttgcaata tgttggctat ccagatcaag 720 
tacgatgact acaagattcg ccttgggcca ctagaagtcc tctgcatcac catctggcgg 780 
acattggaga tcacttcccg cctcctgatt ctggtgctct tctcagccac tttgaaattg 840 
aaggctgtgc ccttcctagt gctcaacttc ctgatcatcc tctttgagcc ctggattaag 900 
ttctggagaa gtggtgccca gatgcccaat aacattgaga aaaacttcag ccgggtcggc 960 
actctggtgg tcctgatttc agtcaccatc ctctatgctg gcatcaactt ctcttgctgg 1020 
tcagctttgc agttgaggtt ggcagacaga gatctcgtcg acaaagggca gaactgggga 1080 
catatgggcc tgcactatag tgtgaggttg gtagagaatg tgatcatggt cttggttttt 114 0 
aagttctttg gagtgaaagt gttactgaat tactgtcatt ccttgattgc cttgcagctc 1200 
attattgctt atctgatttc cattggcttc atgctccttt tcttccagta cttgcatcca 1260 
ttgcgctcac tcttcaccca taatgtagta gactacctcc attgtgtctg ctgtcaccag 1320 



caccctcgga ccagggttga gaactcagag ccaccctttg agactgaagc aaggcaaagt 1380 
gttgtctga 1389 



<210> 5 

<211> 462 

<212> PRT 

<213> Homo sapien 



<400> 5 



Met 


As 11 


Thr 


Arq 


Pro 


Gin 


His 


Ser 


Glu 


Arg 


Thr 


Ser 


Thr 


Met 


Asp 


Arg 


1 








5 










10 










15 




Val 


Tyr 


Glu 


He 


Pro 


Glu 


Glu 


Pro 


Asn 


Val 


Asp 


Pro 


Val 


Ser 


Ser 


Leu 








20 










25 










30 






Glu 


Glu 


Asp 


Val 


He 


Arq 


Gly 


Ala 


Asn 


Pro 


Arq 


Phe 


Thr 


Phe 


Pro 


Phe 






35 










40 










45 








Ser 


lie 


Leu 


Phe 


Ser 


Thr 


Phe 


Leu 


Tyr 


Cys 


Gly 


Glu 


Ala 


Ala 


Ser 


Ala 




50 










55 










60 










Leu 


Tvr 


Met 


Val 


Arg 


He 


Tyr 


Arg 


Lys 


Asn 


Ser 


Glu 


Thr 


Tyr 


Trp 


Met 


65 










70 










75 










80 


Thr 


Tvr 


Thr 


Phe 


Ser 


,Phe 


Phe 


Met 


Phe 


Ser 


Ser 


He 


Met 


Val 


Gin 


Leu 










85 










90 










95 




Thr 


Leu 


He 


Phe 


Val 


His 


Arg 


Asp 


Leu 


Ala 


Lys 


Asp 


Lys 


Pro 


Leu 


Ser 








100 










105 










110 






Leu 


Phe 


Met 


His 


Leu 


He 


Leu 


Leu 


Gly 


Pro 


Val 


He 


Arg 


Cys 


Leu 


Glu 






115 










120 










125 








Ala 


Met 


He 


Lys 


Tyr 


Leu 


Thr 


Leu 


Trp 


Lys 


Lys 


Glu 


Glu 


Gin 


Glu 


Glu 




130 










135 










140 










Pro 


Tvr 


Val 


Ser 


Leu 


Thr 


Arq 


Lvs 


Lys 


Met 


Leu 


He 


Asp 

XT 


Gly 


Glu 


Glu 


145 










150 










155 










160 


Val 


Leu 


He 


Glu 


Trn 


Glu 


Val 


Glv 


His 


Ser 


He 


Arq 


Thr 


Leu 


Ala 


Met 










165 










170 










175 




His 


Arq 


Asn 


Ala 


Tvr 


Lvs 


Arq 


Met 


Ser 


Gin 


He 


Gin 


Ala 


Phe 


Leu 


Gly 








180 










185 










190 






Ser 


Val 


Pro 


Gin 


Leu 


Thr 


Tvr 


Gin 


Leu 


Tvr 


Val 


Ser 


Leu 


He 


Ser 


Ala 






195 










200 










205 








Glu 


Val 


Pro 


Leu 


Gly 


Arq 


Val 


Val 


Leu 


Met 


Val 


Phe 


Ser 


Leu 


Val 


Ser 




210 










215 










220 










Val 


Thr 


Tvr 


Gly 


Ala 


Thr 


Leu 


Cys 

2 


Asn 


Met 


Leu 


Ala 


He 


Gin 


He 


Lys 


225 










230 










235 










240 


Tvr 


ASD 


Asd 


Tyr 


Lys 


He 


Arq 


Leu 


Gly 


Pro 


Leu 


Glu 


Val 


Leu 


Cys 


He 










245 










250 










255 




Thr 


lie 




Ara 


Thr 


Leu 


Glu 


He 


Thr 


Ser 


Aro 


Leu 


Leu 


He 


Leu 


Val 








260 










265 










270 






Leu 


Phe 


Ser 


Ala 


Thr 


Leu 


Lys 


Leu 


Lys 


Ala 


Val 


Pro 


Phe 


Leu 


Val 


Leu 






275 










280 










285 








Asn 


Phe 


Leu 


He 


He 


Leu 


Phe 


Glu 


Pro 


Trp 


He 


Lys 


Phe 


Trp 


Arg 


Ser 




290 










295 










300 










Gly 


Ala 


Gin 


Met 


Pro 


Asn 


Asn 


He 


Glu 


Lys 


Asn 


Phe 


Ser 


Arg 


Val 


Gly 


305 










310 










315 










320 


Thr 


Leu 


Val 


Val 


Leu 


He 


Ser 


Val 


Thr 


He 


Leu 


Tyr 


Ala 


Gly 


He 


Asn 










325 










330 










335 




Phe 


Ser 


Cys 


Trp 


Ser 


Ala 


Leu 


Gin 


Leu 


Arg 


Leu 


Ala 


Asp 


Arg 


Asp 


Leu 








340 










345 










350 






Val 


Asp 


Lys 


Gly 


Gin 


Asn 


Trp 


Gly 


His 


Met 


Gly 


Leu 


His 


Tyr 


Ser 


Val 






355 










360 










365 








Arg 


Leu 


Val 


Glu 


Asn 


Val 


He 


Met 


Val 


Leu 


Val 


Phe 


Lys 


Phe 


Phe 


Gly 




370 










375 










380 











Val Lys Val Leu Leu Asn Tyr Cys 
385 390 
lie lie Ala Tyr Leu lie Ser lie 
405 

Tyr Leu His Pro Leu Arg Ser Leu 
420 

Leu His Cys Val Cys Cys His Gin 
435 440 
Ser Glu Pro Pro Phe Glu Thr Glu 
450 455 



His Ser Leu lie Ala Leu Gin Leu 
395 400 
Gly Phe Met Leu Leu Phe Phe Gin 

410 415 
Phe Thr His Asn Val Val Asp Tyr 
425 430 
His Pro Arg Thr Arg Val Glu Asn 
445 

Ala Arg Gin Ser Val Val 
460 



<210> 6 
<211> 1004 
<212> PRT 

<213> Mus Musculus 
<400> 6 

Gin Phe Pro Phe Ser lie Leu Phe Ser Thr Phe Leu Tyr Cys Gly Glu 

15 10 15 

Ala Ala Ser Ala Leu Tyr Met Val Arg lie Tyr Arg Lys Asn Ser Glu 

20 25 30 

Thr Tyr Arg Met Thr Tyr Thr Phe Ser Phe Phe Met Phe Ser Ser lie 

35 40 45 

Met Val Gin Leu Thr Leu lie Phe Val His Arg Asp Leu Phe Pro Ser 

50* 55 60 * 

Ser Phe Leu Glu Ala Ala Leu Tyr Tyr Arg Thr Phe Val Gin Thr Leu 
65 70 75 80 

Phe Val His Arg Asp Leu Ser Phe Pro Ala Ser Val lie Ala Ser Val 

85 90 95 

Phe Leu Phe Val Ala Glu Thr Ala Ala Ala Leu Tyr Leu Ser Ser Thr 

100 105 110 

Tyr Arg Ser Ala Gly Asp Arg Met Trp Gin Val Leu Thr Leu Leu Phe 

115 120 125 

Ser Leu Met Pro Cys Ala Leu Val Gin Phe Thr Leu Leu Phe Val His 

130 135 140 

Arg Asp Leu Gin Ala Lys Asp Lys Pro Leu Ser Leu Phe Met His Leu 
145 150 155 160 

lie Leu Leu Gly Pro Val lie Arg Cys Leu Glu Ala Met lie Lys Tyr 

165 170 175 

Leu Thr Leu Trp Lys Lys Glu Glu Gin Glu Glu Pro Tyr Val Ser Leu 

180 185 190 

Thr Arg Lys Lys Met Leu lie Asp Gly Glu Glu Val Leu lie Glu Asp 

195 200 205 

Pro Leu Leu Met His Leu Leu Gly Pro Arg Cys Glu Tyr Glu Glu Pro 

210 215 220 

Tyr Val Ser Thr Lys Asp Gly Glu Ser Ser Arg Asp Arg Pro Leu Ala 
225 230 235 240 

Leu Leu Met His Leu Leu Gin Leu Gly Pro Leu Tyr Arg Cys Cys Glu 

245 250 255 

Val Phe Cys lie Tyr Cys Gin Ser Asp Gin Asn Glu Glu Pro Tyr Val 

260 265 270 

Ser lie Thr Lys Lys Arg Gin Met Pro Lys Asp Gly Leu Ser Glu Glu 

275 280 285 

Val Glu Gin Trp Glu Val Gly His Ser lie Arg Thr Leu Ala Met His 

290 295 300 

Arg Asn Ala Tyr Lys Arg Met Ser Gin lie Gin Ala Phe Leu Gly Ser 



305 

Val Pro Gin Leu 

Val Pro Leu Gly 
340 

Val Gly Leu His 
355 

Gin Leu Thr Gin 
370 

Gly Gin Ala Glu 
385 

Ala Ser Val He 

Gin Leu Tyr He 
420 

Phe He Met Thr 
435 

Leu Cys Asn Met 
450 

Arg Leu Gly Pro 
465 

Glu He Thr Ser 

Lys Leu Lys Ala 
500 

Tyr Asp Tyr Pro 
515 

Leu Lys Val Ser 
530 

He Lys He Lys 
545 

Tyr Val Cys He 

He Val Leu Val 
580 

Gin Phe Leu Val 
595 

Lys Phe Trp Arg 
610 

Phe Ser Arg Val 
625 

Tyr Ala Gly He 

Trp He Phe Trp 
660 

Val Leu Thr Leu 
675 

He Leu Val Asn 
690 

Trp Cys Ser Gly 
705 

Arg Val Gly Thr 

Gly He Asn Met 
740 

Asp Arg Asp Leu 
755 



310 

Thr Tyr Gin Leu 
325 

Arg Val Val Leu 

Arg Ala Arg Ser 
360 

Leu Tyr Gly Arg 
375 

Gly Lys Leu He 
390 

Gin Ala Phe Leu 
405 

Thr Val Leu Glu 

Leu Ser Leu Leu 
440 

Leu Ala He Gin 
455 

Leu Glu Val Leu 
470 

Arg Leu Leu He 
485 

Val Pro Tyr Gly 

Leu Cys He Trp 
520 

He Val Tyr Gly 
535 

Tyr Asp Glu Tyr 
550 

Phe Leu Trp Arg 
565 

Leu Phe Thr Ser 

Leu Asn Phe Leu 
600 

Ser Gly Ala Gin 
615 

Gly Thr Leu Val 
630 

Asn Phe Ser Cys 
645 

Ser Gly Pro Asn 

Tyr Ala Gly He 
680 

Phe Phe Ser Phe 
695 

Ser Pro Phe Pro 
710 

Thr He Val Leu 
725 

Phe Cys Trp Ser 

Val Asp Lys Gly 
760 



315 

Tyr Val Ser Leu 
330 

Met Val Phe Ser 
345 

He Gin Ala Phe 

Met Ser Leu Ser 
380 

Thr His Arg Ser 
395 

Gly Ser Ala Pro 
410 

Gin Asn He Thr 
425 

Ser Gin Val Thr 

He Lys Tyr Asp 
460 

Cys He Thr He 
475 

Leu Val Leu Phe 
490 

Ala Cys Asn Leu 
505 

Arg Glu He Arg 

Ala Leu Arg Cys 
540 

Glu Val Lys Val 
555 

Ser Phe Glu He 
570 

Val Leu Lys He 
585 

He He Leu Phe 

Met Pro Asn Asn 
620 

Val Leu He Ser 
635 

Trp Ser Ala Leu 
650 

He Glu Lys Ser 
665 

Asn Cys Trp Ser 

Phe Leu Tyr Pro 
700 

Glu Asn He Glu 
715 

Cys Phe Leu Thr 
730 

Ala Val Gin Gin 
745 

Gin Asn Trp Gly 



320 

He Ser Ala Glu 
335 

Leu Val Ser Glu 
350 

Leu Gly Ser Pro 
365 

Ser Lys Glu Val 

Ala Phe Ser Arg 
400 

Gin Leu Thr Leu 
415 

Thr Gly Arg Cys 
430 

Tyr Gly Ala Thr 
445 

Asp Tyr Lys He 

Trp Arg Thr Leu 
480 

Ser Ala Thr Leu 
495 

Ala He He Lys 
510 

Leu Val Leu Phe 
525 

Asn He Leu Ala 

Lys Pro Leu Ala 
560 

Ala Thr Arg Val 
575 

Trp Val Val Ala 
590 

Glu Pro Trp He 
605 

He Glu Lys Asn 

Val Thr He Leu 
640 

Gin Asn Phe Pro 
655 

Arg Val Gly Thr 
670 

Ala Gin Ser Val 
685 

Trp He Val Phe 

Lys Ala Leu Ser 
720 

Leu Leu Tyr Ala 
735 

Leu Arg Leu Ala 
750 

His Met Gly Leu 
765 



His 


Tyr 


Ser 


Val 


Arg 


Leu 


Val 


Glu 


Asn 


Val 


He 


Met 


Val 


Leu 


Val 


Phe 




770 










775 










780 










Lys 


Phe 


Phe 


Gly 


Val 


Lys 


Val 


Leu 


Leu 


Asn 


Tyr 


Cys 


His 


Ser 


Leu 


He 


785 










790 










795 










800 


Ala 


Leu 


Gin 


Leu 


He 


He 


Ala 


Tyr 


Leu 


Leu 


Lys 


Gin 


Asn 


Trp 


Tyr 


Arg 










805 










810 










815 




Glu 


Asn 


Leu 


Phe 


Phe 


Cys 


Leu 


Leu 


Gin 


Leu 


He 


Tyr 


Ser 


Leu 


Lys 


He 








820 










825 










830 






Asp 


Asn 


Pro 


Glu 


Leu 


He 


Ser 


Lys 


Ser Gin Asn Trp 


Tyr 


Arg 


Leu 


Leu 






835 










840 










845 








He 


Tyr 


Tyr 


Met 


Thr 


Arg 


Phe 


lie 


Glu 


Asn 


Ser 


Val 


Leu 


Leu 


Leu 


Leu 




850 










855 










860 










Trp 


Tyr 


Phe 


Phe 


Lys 


Thr 


Asp 


He 


Tyr 


Met 


Tyr 


Val 


Cys 


Ala 


Pro 


Leu 


865 










870 










875 










880 


Leu 


He 


Leu 


Gin 


Leu 


Leu 


He 


Gly 


Tyr 


Gin 


Leu 


He 


Ser 


He 


Asp 


Phe 










885 










890 










895 




Met 


Leu 


Leu 


Phe 


Phe 


Gin 


Tyr 


Leu 


His 


Pro 


Leu Arg 


Ser 


Leu 


Phe 


Thr 








900 










905 










910 






His 


Asn 


Val 


Val 


Asp 


Tyr 


Leu 


His 


Cys 


Val 


Cys 


Cys 


His 


Gin 


His 


Pro 






915 










920 










925 








Arg 


Thr 


Arg 


Val 


Glu 


Asn 


Ser 


Glu 


Pro 


He 


Phe 


Met 


Leu 


Phe 


Gin 


His 




930 










935 










940 










Pro 


Leu 


Phe 


Val 


Leu 


Cys 


Cys 


Arg 


Ser 


Glu 


Pro 


Ser 


Cys 


Thr 


Gly 


He 


945 










950 










955 










960 


Leu 


Phe 


Met 


Leu 


Val 


Phe 


Tyr 


Gin 


Phe 


Phe 


His 


Pro 


Cys 


Lys 


Lys 


Leu 










965 










970 










975 




Phe 


Ser 


Ser 


Ser 


Val 


Ser 


Glu 


Ser 


Phe 


Arg 


Ala k Leu 


Leu 


Arg 


Cys 


Ala 








980 










985 










990 






Cys 


Trp 


Ser 


Ser 


Leu 


Arg Arg 


Lys 


Ser 


Ser 


Glu 


Pro 











995 1000 



<210> 7 

<211> 4 

<212> PRT 

<213> Homo sapien 

<400> 7 

Asn Phe Ser Arg 
1 



<210> 8 

<211> 4 

<212> PRT 

<213> Homo sapien 

<400> 8 

Asn Phe Ser Cys 
1 



<210> 9 

<211> 4 

<212> PRT 

<213> Homo sapien 



<400> 9 

Arg Lys Asn Ser 
1 



<210> 10 

<211> 4 

<212> PRT 

<213> Homo sapien 

<400> 10 
Lys Arg Met Ser 
1 



<210> 11 

<211> 4 

<212> PRT 

<213> Homo sapien 

<400> 11 
Ser Ser Leu Glu 
1 



<210> 12 

<211> 4 

<212> PRT 

<213> Homo sapien 

<400> 12 
Ser Leu Glu Glu 
1 



<210> 13 

<211> 4 

<212> PRT 

<213> Homo sapien 

<400> 13 
Thr Arg Val Glu 
1 



<210> 14 

<211> 8 

<212> PRT 

<213> Homo sapien 

<400> 14 

Lys Glu Glu Gin Glu Glu Pro Tyr 
1 5 



<210> 15 
<211> 6 



<212> PRT 

<213> Homo sapien 



<400> 15 

Gly Ala Thr Leu Cys Asn 
1 5 



<210> 16 

<211> 6 

<212> PRT 

<213> Homo sapien 

<400> 16 

Gly lie Asn Phe Ser Cys 
1 5 



<210> 17 

<211> 6 

<212> PRT 

<213> Homo sapien 

<400> 17 

Gly Gin Asn Trp Gly His 
1 5 



<210> 18 

<211> 6 

<212> PRT 

<213> Homo sapien 

<400> 18 

Gly Leu His Tyr Ser Val 
1 5 



<210> 19 

<211> 22 

<212> PRT 

<213> Homo sapien 

<400> 19 

Leu Phe Met His Leu lie Leu Leu Gly Pro Val lie Arg Cys Leu Glu 

15 10 15 

Ala Met lie Lys Tyr Leu 
20 



<210> 20 

<211> 601 

<212> DNA 

<213> Homo sapien 

<400> 20 

ataaaccgct atcattattt atgcatctaa tcctcttggg acctgttatc aggtgagcaa 



cttttaaatc ttttccttac ccccctaacc 
agatttacaa gatggatact atggctctaa 
ttccctgtct accattcaga aaacttacct 
tggtatgtac ttgtgttcca aaacaatgaa 
sggaacaaca agacgtgatc accctgtgca 
tatttaaaaa aatttttttt tctgagacaa 
agtggtgcga tcatggctca ctgcagcctt 
tcagcctcca agtagctggg accaaaggaa 
aatttttata ggccgggtgt ggtggctcat 

g 

<210> 21 

<211> 601 

<212> DNA 

<213> Homo sapien 



ccaccccaga cttgggcaga gaaagatgaa 12 0 
tcaattctct catttcctcc cactctcggc 180 
gaaatcttaa atgccaccat gatgaacatg 240 
cgatgctatt tgggctgtgt aaactagaat 300 
tgaaggccat agctgcagag tgtgtaattt 360 
ggtcttgctc tgcctcccag gctacagtgc 420 
gatctcctgg gatcaagcga acctcccacc 480 
tgtgtcacca tgcctggtta attaaaaaaa 540 
gcctgtaatc ccagcacttt gggaggctga 600 

601 



<400> 21 

tttccttacc cccctaaccc caccccagac ttgggcagag aaagatgaaa gatttacaag 60 
atggatacta tggctctaat caattctctc atttcctccc actctcggct tccctgtcta 120 
ccattcagaa aacttacctg aaatcttaaa tgccaccatg atgaacatgt ggtatgtact 180 
tgtgttccaa aacaatgaac gatgctattt gggctgtgta aactagaatg ggaacaacaa 240 
gacgtgatca ccctgtgcat gaaggccata gctgcagagt gtgtaatttt atttaaaaaa 300 
wttttttttt ctgagacaag gtcttgctct gcctcccagg ctacagtgca gtggtgcgat 360 
catggctcac tgcagccttg atctcctggg atcaagcgaa cctcccacct cagcctccaa 420 
gtagctggga ccaaaggaat gtgtcaccat gcctggttaa ttaaaaaaaa atttttatag 480 
gccgggtgtg gtggctcatg cctgtaatcc cagcactttg ggaggctgag gcgggtggat 540 
cacctgaggt caggagttca agaccagctg gccaacatgg tgaaacccct gtctctacta 600 
a 601 



<210> 22 

<211> 601 

<212> DNA 

<213> Homo sapien 



<400> 22 

tctctgtcgg tttatcagtt tcctatttat 
aagttgggag ggggcaaagg aaggcagttc 
taatagtatc aagtatttcc attcagattg 
agcgagatag gcacctgtgt caacagtctc 
gagatgttgc aaaacttatg agttcaggag 
ragagaggca gacaactgca gtcagccgag 
atacctcatc attagacaac taaaaagtct 
tttataaaat ttcatatctg tacacatgta 
aggccaaaaa aattttttat caataaattt 
cagagagaat atgggatatc aatggaaaca 
c 



ctctttgtat atttctgcaa taaagatacg 60 
atctctctat gtggatgcag tagcacaatt 120 
ccttgaagtg gaaagaatgc acttaatcct 180 
atctggatgc tatggggttt tcaaggtaga 240 
taaggaatgg accaagtttg tcttgattgc 300 
gaatatgggt cagagtgttg caatgggaag- 360 
gtgaaactaa ttaaggatgg aactcactcc 420 
taatttttat ttgtcactta tacctcaata 480 
ttaagtgggg aggaatcgat taggctctat 540 
gtggcctgaa atttggagtc tagtcttccg 600 

601 



<210> 23 

<211> 601 

<212> DNA 

<213> Homo sapien 



<400> 23 

cgagagaggc agacaactgc agtcagccga 
gatacctcat cattagacaa ctaaaaagtc 
ctttataaaa tttcatatct gtacacatgt 
aaggccaaaa aaatttttta tcaataaatt 



ggaatatggg tcagagtgtt gcaatgggaa 60 
tgtgaaacta attaaggatg gaactcactc 120 
ataattttta tttgtcactt atacctcaat 180 
tttaagtggg gaggaatcga ttaggctcta 240 



tcagagagaa tatgggatat caatggaaac 
scctgtcatt gactggttgt gtgttcttgg 
gcatatagag ttccctcatc tgtaaagcaa 
tcaaacactt gcagggacca ggcaggtatc 
aaaaacagta gccttgtgtg agatgataaa 
agtagtgagt accatggtaa tctgaaatct 
t 



agtggcctga aatttggagt ctagtcttcc 300 
taaaatctct gaagatggct tcacaggaag 360 
atgggttagt ctaaatcatg ggtctcaaac 420 
ataaatgaat gaagcaggcc tagtataaga 4 80 
tggaaacaaa gtctcagaga aatactgagg 540 
tcatgacctg cctgaaggag gtagcccctc 600 

601 



<210> 24 

<211> 601 

<212> DNA 

<213> Homo sapien 



<220> 

<221> variation 
<222> (301) . . . (301) 

<223> A may be either present or absent 



<400> 24 

tctttcgagg gcctagttat gtagttcatt 
ttgttgcttt gatggcttcc tgtgtatatg 
gactttttgg ctgagatatg gttgtgagcc 
gcagtggctc atgcctgtaa tctcagcact 
ggtcaggagt tcaagaccag cctggccaac 
aaaaaaaaaa aaaaccttag ccggacatgg 
gaggctgagg caggagaatc gcttgaaccc 
gcgccagtgc actccagcct gggcgacaga 
aagaaagaaa gaaaaagaaa aagcagaatc 
gagggaggaa tgctttacct cacgaatttg 
a 



caggtttgag ttgtcgtctt ttaagtactt 60 
agatattttt tttcctctga tctgtcccaa 120 
ctttcttgaa aaagcagaat ctggccaggc 180 
ttgggaagct gaggtgggtg gatcacctga 24 0 
atggtgaaaa cccgtctcta ctaaaaatac 300 
tggcacatgc ctgtaatccc agctactcag 360 
aggaggcaga ggttacagtg agctgagatc 42 0 
gcaagactct gtctcaaaaa aaaaaaaaaa 480 
taaaactttg gttatggagc tgaatgcttt 54 0 
aggtaagaaa acagggcctt tggaaccttc 600 

601 



<210> 25 

<211> 601 

<212> DNA 

<213> Homo sapien 



<400> 25 

ttgtagaagg catgatccac cctttgactt 
aagacaaaaa gtagtgcagg ctggccatgg 
gatcccagca ctttgggtca aggcagtagg 
ctgggcaaca tgtctagatc tcctctctac 
gcgcctgtag tcctagctac tcagaaggct 
wcaaagctgc aatgaattat gattgtgcca 
ccttgtctca aaaataaaat aaagtagcac 
acaacctccc ttcccaggac agcttagtta 
tttggaggcc atgattaagt acctcacact 
tgtcagcctc acccgaaaga agatgctaat 
9 



atgagaaatg atcagaacag aagagagaaa 60 
tgtctcacac gtgtgatccc agcactttag 12 0 
attgcttgag cccaggagtt tgagaccagt 180 
acaaattaaa aatagctggc atggtggcat 240 
gaggtgggag gatcatttga gcctaggagg 300 
ctgcactcca gccagggtga tggagtaaga 360 
aacctcccca agttattttt ttccctcact 420 
agtttgcatg atgctttact tctgcagatg 480 
gtggaagaaa gaggagcagg aggagcccta 54 0 
agatggcgag gaggtgctga tagaatggga 600 

601 



<210> 26 

<211> 601 

<212> DNA 

<213> Homo sapien 

<220> 

<221> variation 
<222> (301) . . . (301) 



<223> K may be either present or absent 



<400> 26 

aaggaagttt attttgtata tttatatgat 
gagaaattta gaaaatagag aaatgtagag 
tcacacacaa aaaaagatat tttggttcat 
ttattgtata tattcaaggt gtacaatgtg 
gattaccaca accaaactaa ttaacacatt 
ktgtgtgtgt gtgtgtgtgt gtgtgtgtgg 
ttcaagtaca caatacatta ttgtcaacta 
aacttattta tcttataact ctaaatttgt 
aaatccccat cccctggtaa ccacccattc 
gattccacat ataagtaaga caatgcagta 
t 



tattaaagtg ttacagtata tgttcatcat 60 
aaaaagattt ctaaaactga tataagacta 120 
tttttcaatt ttttgtgcat ctattttgtt 180 
atgtttcgat gtatgtacac attgtgaaat 240 
catcacctca catagttatc atttttgtac 300 
taaaacttaa gatctactct ctttaaaaat 360 
tagtcatcat gttgtacatt agagctctga 420 
agcctttgat caaaatcctt ctatttccct 480 
tactctgttg ctaggtgttc aactttttta 540 
tttttcttta tgtgtctagc tcatttcact 600 

601 



<210> 27 

<211> 601 

<212> DNA 

<213> Homo sapien 



<220> 

<221> variation 
<222> (301) . . . (301) 

<223> K may be either present or absent 
<400> 27 

ataggcacac tctaaggaga aagtgcagag tagaattcct tcagggcata agccaaaatg 60 
actctttttc tcagggacct gcatgggcct ccagcttgtc tattggaatt gttaagtgaa 120 
gcctctcact tagtgcctca ttagcagaga tttcctccaa cccagctttt ctgtgctctt 180 
ggtattttac tacttgatgt ggacctcaga gaagctgaac tgtaattgaa aatgtttccg 240 
atgtgtggaa gaaatgaaga ctgctttgtg tctgctgttg tcctgagtat ttcattaatg 300 
kgtgtgtgtg tgtgtgtgtg tgtgtgtgtg tatgtgtatg tgtgtaggga agaaagtaat 360 
aatggctgag acatcacctt catgttgttt gcgattggga tgggtgacta acactccaag 420 
gtagagtgaa ggcagaggag ggaaacaaga tcacattaaa tcatcatcag tactggtttc 4 80 
tgcctacagg agtttacttt tttttttttt ccttttttga gatggagtct cgctctgttt 540 
tctaggctga agtgcagtgg tgtgatcttg gctcactgca gcctctgcct cctgggttca 600 
a 601 



